Prediction of the complete growth pattern of human multiple myeloma from restricted initial measurements.
A method is presented for predicting the complete growth pattern of human IgG multiple myeloma from a few initial measurements of tumour cell number. This permits identification of patterns of undisturbed neoplastic growth in individual patients whose therapy cannot ethically be withheld for long periods. Since the unperturbed growth pattern is a necessary part of the information required for the prediction of individual patient response to alternative treatment schedules, the prospects for improved treatment of human multiple myeloma by optimal scheduling of drug administration are greatly increased.